SgRNA
GTGTTCACTAGCAACCTCAAACAGACACCATGGTGCATCT-80.87%

GTGTTCACTAGCAACCTCAA

GTGTTCACTAGCAACCTC CAA

GTGTTCACTAGCAACCTCAAACAGACACCATGGTGCATCT-Reference
GTGTTCACTAGCAACC
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50 reads

-0.58%
- - - - - - - - -ATGGTGCATCT-0.32%

ACAGACACCATGGTGCACCT-0.32%
ACAGGCACCATGGTGCATCT-0.27%
ACAGACACCATGGCGCATCT-0.24%

-CAGACACCATGGTGCATCT-0.22%
St -TCT-0.20%

Substitutions
Insertions
Deletions

ACAGACACCATGGTGCATC-502%

- CAGACACCATGGTGCATCT

GTGTTCACTAGCAACCTC CAA
GTGTTCACTAGCAACCTC CAA
GTGTTCACTAGCAACCTC CAA
GTGTTCACTAGCAACCTTCA -

GTGTTCACTAGCA

boid

Predicted cleavage position



